Abstract: A hydrological model was integrated with a computational fluid dynamics (CFD) model to determine bacteria levels distributed throughout the Inverness stormwater pond in Calgary, Alberta. The Soil Conservation Service (SCS) curve number model was used as the basis of the hydrological model to generate flow rates from the watershed draining into the pond. These flow rates were then used as input for the CFD model simulations that solved the Reynolds-Averaged Navier-Stokes (RANS) equations with k-ε turbulence model. E. coli, the most commonly used fecal indicator bacteria for water quality research, was represented in the model by passive scalars with different decay rates for free bacteria and attached bacteria. Results show good agreement with measured data in each stage of the simulations. The middle of the west wing of the pond was found to be the best spot for extracting water for reuse because it had the lowest level of bacteria both during and after storm events. In addition, only one of the four sediment forebays was found efficient in trapping bacteria.
Introduction
In recent decades stormwater has been considered as an alternative water source for reuse, specifically for applications that need less than pristine water quality. Reusing stormwater is more critical in water-scarce regions and regions where rainfall patterns and rainfall frequencies are changing [1] . Several regions are trying to reuse stormwater as a sustainable method of water resources management; thus, prompting research into the feasibility of reusing stormwater from a water quality perspective [2] .
Although stormwater ponds are built with the primary objective of reducing runoff quantities in order to protect urban areas against flooding, they also improve the quality of stormwater as well [1] . The stormwater quality within a pond varies both spatially and temporally and is not only a function of the quality of the influent but also a function of local hydrological conditions and on the pond's design [3, 4] . A water quality study of a very large stormwater pond in Calgary, Alberta, Canada, showed that the quality of stormwater in the pond observed over a three year period did meet the irrigation water quality requirements but only under certain circumstances [2] . Thus, stormwater recycling with pond water often requires continuous or intermittent water quality monitoring of the pond water in order to remain compliant with local regulations. Highly distributed water quality sampling in stormwater ponds is often impractical due to the sizes of these ponds and the cost. In addition, most ponds are not designed with reuse in mind and the extraction point is often located from CFD simulations [17] . In both the study of the waste stabilization pond [16] and the anaerobic lagoon, the objective was only to study the inlet and outlet bacteria concentrations, and they neglected to consider variation within the body. In addition, in both of the studies, the simulation was assumed to be steady-state. Therefore, the retention time, which did not change with time could be an indicator of bacteria concentration. Two other studies on waste stabilization ponds used tracers integrated with CFD simulations to study different configurations of baffles [18, 19] . They implemented first-order kinetic decay by a source term in the transport equation of the tracer. All of the abovementioned studies simulated the flow as steady-state and neglected wind. The fluid flow and bacteria fate and transport in stormwater ponds are intrinsically unsteady. Also, the wind cannot be neglected. In addition, the main goal of the present study is to study bacteria concentration within stormwater ponds for the purposes of determining the optimum point at which water may be withdrawn for reuse-the optimum point is that location with the cleanest water and having the lowest level of bacteria concentrations.
In the present study, a comprehensive model was developed that integrates a hydrological model for a catchment draining to a stormwater pond, with a computational fluid dynamics (CFD) model simulating the pond's hydrodynamics. The results of the hydrological model were used as inputs to the CFD simulation. The model results are validated against data collected at the pond. The overall goal of this paper was to enhance knowledge of bacteria fate and transport in stormwater ponds. Furthermore, the developed modeling approach leading to this enhanced understanding may ultimately be used as a tool to evaluate the capacity for a stormwater pond as a candidate for reuse and/or the need for the modification/retrofit. In addition, it may provide designers and planners with guidance to define standards for stormwater reuse.
Materials

Study Area
The City of Calgary is a semi-arid city in Alberta, Canada, with many stormwater ponds that are being considered as candidate sources of stormwater reuse for irrigating parkland and other public lands during the irrigation season [20] . The Inverness pond is one of the largest stormwater ponds in Calgary and is located in the southeast quadrant of the city. It contains approximately 235,000 m 3 of water at the permanent water level. Seven inlets convey stormwater runoff from 415 ha of catchment area into the pond. Figure 1 shows the pond and the locations of the inlets and outlets. All of the inlets are submerged except for I1. Outlet O1 at the west wing of the pond is the main outlet of the pond and is a 1.5 m diameter concrete pipe. I4 inlet, located at the south wing, conveys water from the largest subbasin of the catchment, which is 257.97 ha. The second largest subbasin corresponds to I3 inlet with an area of 89.52 ha. In addition, there are four sediment forebays located in front of I2, I3, I4 and I5 inlets. Table 1 shows the subbasin area and design parameters corresponding to each inlet. runoff, bacteria concentrations were measured during storms in different watersheds with different land uses [23] . They demonstrated the variability in fecal coliform concentrations for different land uses. In the present study, the fraction of bacteria in stormflow corresponding to each land use was calculated using the findings of Schoonover and Lockaby [23] . However, here, all of the land uses except for newly graded land and farmland were considered as urban. Thus, by knowing the fraction of bacteria that could be generated from the area draining into inlet I5, the bacteria load of different inlets 
Data Collection
Over a three-year data collection campaign, several data were collected within and around the pond. Water quality and flow rate data collected during several rain events in the 2007 irrigation season were taken at a skimming manhole located just upstream of the I5 inlet. The water quality data included FIB level (E. coli, FC, and total coliform), total suspended solid (TSS), turbidity, pH, and dissolved oxygen (DO) [20] . Rainfall data in 5-min intervals were acquired from the City of Calgary (rain gauge #26 located 1 km north of the study site in McKenzie Towne) and wind data were extracted from the Calgary International Airport. Five rain events documented in 2007 were used in this research. Three of these were lower intensity events leading to moderate flow rates (on 28 May, 26 August and 20 September 2007), while the other two (6 June and 12 September 2007) were high-intensity events leading to large flow rates into the pond. The rain event data are tabulated in Table 2 . An autosampler with 24 pre-sterilized bottles was placed inside the skimming manhole and collected samples for bacteriological analysis once triggered by a rain gauge. The autosampler was programmed to collect 12 samples (two bottles per sample) during long events, and less than 12 samples were analyzed for short duration events. The samples were collected at unequal intervals (3 to 50 min intervals), and much attention was paid to collect samples more frequently in the early stages of the rain event in order to catch the first flush effect. The water samples were recovered right after rain events or very early the next morning in case rain events occurred at night. The samples were packed with ice and analyzed at the Alberta Provincial Laboratory for Public Health by assaying microorganisms using the membrane method [20] .
Methods
The model is comprised of a hydrological component that simulates stormwater runoff feed into the CFD, which simulates the hydrodynamics and predicts the bacteria levels within a water body. The modeling approach was formulated in a way in which E. coli are primarily discharged into the pond through contaminated stormwater runoff (water fowl droppings from the surface were not considered) and E. coli concentrations were affected by the biological fate of E. coli and pond hydrodynamics, which were in turn affected by meteorology and pond bathymetry. Studies in the literature have revealed that the concentration of bacteria is highly dependent on land use-in particular, the percentage of imperviousness [21] . Developed areas, which have more impervious areas, had elevated increases in E. coli concentrations in runoff [22] as opposed to less developed areas. In order to provide insight into the relationship between land use and bacteria concentration in runoff, bacteria concentrations were measured during storms in different watersheds with different land uses [23] . They demonstrated the variability in fecal coliform concentrations for different land uses. In the present study, the fraction of bacteria in stormflow corresponding to each land use was calculated using the findings of Schoonover and Lockaby [23] . However, here, all of the land uses except for newly graded land and farmland were considered as urban. Thus, by knowing the fraction of bacteria that could be generated from the area draining into inlet I5, the bacteria load of different inlets was estimated based on the measured data of inlet I5.
Hydrological Model, Calibration and Validation
The Hydrologic Modeling System (HEC-HMS 4.2.1) (Hydrologic Engineering Center, Davis, CA, USA) [24] was used to simulate stormwater runoff generated by each subbasin and drained into the pond in storm events. In the HEC-HMS, the Soil Conservation Service (SCS) curve number (CN) loss method [25] , which is a very common and simple method for runoff estimation [26] was adopted. The SCS-CN model considers precipitation excess as a function of cumulative precipitation, soil cover, land use, and antecedent moisture. Precipitation excess was estimated by Equation (1):
where P e is the accumulated rainfall excess (mm) at time t; P is accumulated rainfall depth (mm) at time t; S is the potential maximum retention (mm); I a is the initial abstraction (mm), where I a = 0.2S. Here, S is a function of the CN, which is a function of watershed characteristics, and was calculated by Equation (2) [27] :
The CN number of each subbasin was initially estimated based on the land uses within each subbasin. The time step of the HEC-HMS model was set at 5 min. The runoff at I5, measured in the event on 6 June 2007, was employed to adjust the initial CN of this subbasin aiming to reproduce the runoff well. Accordingly, the CN of other subbasins was modified using the difference between the adjusted CN number for I5 subbasin and its initial CN.
CFD Simulations
This paper adopted Reynolds averaged Navier Stokes (RANS) equations as follows:
where the velocity decomposed into mean velocity and velocity fluctuation (u i = u i + u i ); T is period of time (s); ρ is density (kg/m 3 ); t is time; p is pressure (pa); υ is kinematic viscosity (m 2 /s); x j is an axis of the Cartesian coordinate system, and i,j = 1,2,3 are indices indicating the three axes in the coordinate system. The term −ρu i u j is called Reynold's stress term [28] . Since the popular k-ε turbulence model has been successfully applied to simulate water body flow fields [29, 30] in this study the k-ε turbulence model [31] was used to calculate the Reynold's stress terms. The turbulence model is not detailed here. The fundamentals of CFD and turbulence modeling can be found in Versteeg and Malalasekera [32] . Kunkel et al. [33] studied the attachment of E. coli to particles in stormwater. The study showed that E. coli appeared to attach predominantly to fine particles (<4 µm), while a further study on attachment to smaller particles was recommended [33] . Another study on the attachment of E. coli showed that most of them attached to particles smaller than 2 µm [34] . The City of Calgary characterizes the particles in stormwater and suggests the settling velocity of 0.00592 (mm/s) for small particles (<10 µm) [1] . Using Stokes relation for settling velocity [35] , the settling velocity of finer particles (<2 µm) can be estimated using:
where w s is settling velocity (m/s); ρ p and ρ f are particle and fluid density (kg/m 3 ), respectively; d p is particle diameter (m); g is gravitational acceleration (m/s 2 ). This relation is valid for small Reynolds numbers (Re < 1) [36] . With regard to the settling velocity of small particles, this condition was certainly satisfied in the Inverness pond [1] . The calculated settling velocity for the very fine particles (<2 µm) was 0.001 mm/s using the Stokes relation. This suggests that the attached bacteria settle less than 9 cm in 24 h. Therefore, it was assumed that all the bacteria (i.e., free-floating and attached E. coli) remain in the water column during the simulation. Accordingly, bacteria (both attached and free-floating bacteria) were modeled as passive scalars, which are massless particles that do not affect the physical properties of the flow field. The passive scalar transport equation was solved for the transport of both free-floating and attached E. coli. The transport equation for a passive scalar, φ i is:
where t is time (s); V is volume (m 3 ); A is area (m 2 ); i is the component index; j i is diffusion flux (kg/m 2 ·s); S φ i is source term (kg/m 2 ·s).
The fate of bacteria has been modeled using a negative value for the source term in the passive scalar transport equation in previous studies on waste stabilization ponds [18, 19] . This approach is, however, not appropriate for stormwater ponds due to two reasons. Firstly, the flow field and bacteria transport in stormwater ponds are intrinsically unsteady; thus, the location and strength of the sources cannot be determined. Secondly, bacteria concentrations in some spots of stormwater ponds are very low, so a general source, representing decay over the entire domain, might cause negative bacteria concentrations which are not physically feasible. Therefore, in this paper, the transport of bacteria was calculated with Equation (6), while the fate of bacteria was modeled separately.
A finite volume discretization scheme was used to discretize Equations (3) and (6) , and the turbulence model equations over the domain to solve the flow field and the concentration of passive scalar. Then, a field function was implemented for the first-order kinetic decay (Equation (7)) for the free-floating portion of bacteria and added the concentrations of both attached and the remaining free-floating bacteria at each computational cell. Characklis et al. [13] found that 30-55% of bacteria attach to sediments in stormwater, whereas the other study [37] applied a higher value in the range (50%). Therefore, in this paper, it was assumed that 50% of bacteria are attached to sediments and do not decay. Decay is calculated using Equation (7) .
where N and N 0 are the numbers of indicator bacteria at time t and at t = 0, respectively; µ is the decay rate (s −1 ) [38] . The decay rate of E. coli was calculated with the following relationship that has been used in several studies [14, 39] in the literature:
where k 20 is the decay rate of E. coli at 20 • C and T is water temperature ( • C). A value of 1.25 × 10 −5 s −1 was proposed for k 20 of E. coli in the water column; average measured data were used for temperature in this paper.
Boundary and Initial Conditions
The effect of wind on the flow field was not negligible considering the size of the study pond. Since the wind vector was not stationary with time, a dynamic boundary condition of wind on the pond surface was defined. The effect of the wind was applied as a velocity vector on the top layer of the pond. The velocity of the top layer of the pond was calculated from the wind velocity based on the experimental data from a study by Banner and Peirson [40] , which measured velocity at the top layers of water bodies under windy conditions.
The boundary condition of the inlets was set as the "velocity inlet" with parameters changing with time including velocity and E. coli concentration. A time variable boundary condition was also defined which linearly interpolated the value of bacteria concentration and velocity between the interval that data were collected. "Pressure outlet" and "stationary wall" were set as the boundary conditions for the outlets and the bottom of the pond, respectively.
A steady-state simulation in no storm conditions and with an average wind was simulated and its result (flow field) was used as the initial condition for the main simulations. The main simulation is unsteady. Using the steady simulation's results also accelerated the convergence. The unsteady simulations started one hour before the storm in order to let the flow field form based on the real wind data before the storm.
Other CFD Settings
The domain of the CFD simulation was sketched based on the bathymetric data of the pond comprised of approximately 33000 GIS points. AutoCAD CIVIL 3D 2018 was used for sketching the domain that includes the water body of the pond and a few meters (10 m on average) of inlet and outlet pipes. A grid was made that is more highly clustered close to the inlets, outlets and water edges. In the CFD simulations, grid dependence was checked by comparing velocity from the simulation with different numbers of grids. An unstructured grid with hexahedral cells and a number of 1.5 million was found sufficiently fine and the corresponding results were presented. Using finite volume discretization, RANS equations with the k-ε turbulence model were solved in an unsteady-state with the time step of 0.5 s and 24 inner iterations between each time step. The time step was selected by an approach similar to the grid independence comparison but the number of inner iterations was chosen based on the convergence trend of the solution. The pond was simulated from 1 h before the start of an event until 24 h after the end of the event. The simulations were run on Cedar High-Performance Computer, located at Simon Fraser University, Vancouver, BC, Canada, with 576 GB of memory and 192 computational cores (each core has two CPUs of 2.1 GHz). The CFD simulations were performed by using commercial CFD code STAR-CCM+ 12.04.011 [41] .
Results and Discussions
Hydrological Modeling Performance
The hydrological model was manually calibrated with the measured data in inlet I5 on 6 June 2007 and then validated on four other events: 28 May, 26 August, 12 September, and 20 September 2007. During the calibration, the error in the total volume of water between prediction and observation was adopted to evaluate model performance, as the total volume of water entering the pond was considered to be the key factor that determines bacteria loading.
The CN number for the subbasin draining to I5 was calculated to be 11% less than the initially calculated CN value in the calibration of the 6 June 2007 event. Noting this, all other CN numbers were decreased by 11%. Table 3 shows the CN numbers for the different subbasins before and after calibration of the model. Lag time was also calibrated at the same time, and a 30 min lag time was found to be optimal. In addition, an attempt was made to calibrate initial abstraction; however, the default setting (I a = 0.2S) resulted in the lowest error and was, therefore, left unchanged. Figures 2-5 show the modeled and observed hydrographs for the validation events for subbasin I5. The Nash-Sutcliffe model efficiency (NSE), which is a reliable criterion for assessing the goodness of fit of hydrological models [42] , and the error in total volume for all events, are tabulated in Table 4 . The calibrated CNs (Table 3) were then used to model other subbasins. 
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Hydrological Modeling Performance
The CN number for the subbasin draining to I5 was calculated to be 11% less than the initially calculated CN value in the calibration of the 6 June 2007 event. Noting this, all other CN numbers were decreased by 11%. Table 3 shows the CN numbers for the different subbasins before and after calibration of the model. Lag time was also calibrated at the same time, and a 30 min lag time was found to be optimal. In addition, an attempt was made to calibrate initial abstraction; however, the default setting (Ia = 0.2S) resulted in the lowest error and was, therefore, left unchanged. Figures 2-5 show the modeled and observed hydrographs for the validation events for subbasin I5. The NashSutcliffe model efficiency (NSE), which is a reliable criterion for assessing the goodness of fit of hydrological models [42] , and the error in total volume for all events, are tabulated in Table 4 . The calibrated CNs (Table 3) were then used to model other subbasins. Results show good agreement between the modeled and measured data. In all of the events except for 20 September 2007, the model slightly overestimated the total volume but the total volume error is less than 10%. The underestimation of the total volume for the event on 20 September 2007 may be due to the excessive moisture in the soil resulting from heavy rains that fell prior to the event; thus, potentially leading to greater runoff generation. However, the Nash-Sutcliffe efficiency in all of the modeled events is reasonable.
CFD Simulations
The simulation results for the event on 26 August 2007 are detailed and discussed in this section as an example. The concentrations of E. coli on the surface of the pond at different time steps after the rain event are shown in Figure 6 . As time passes, bacteria entering from the inlets redistribute in the pond. The flow field was affected by the inlet velocities for the first few hours after the events, but afterwards, the wind was the only parameter affecting the flow field. Results show good agreement between the modeled and measured data. In all of the events except for 20 September 2007, the model slightly overestimated the total volume but the total volume error is less than 10%. The underestimation of the total volume for the event on 20 September 2007 may be due to the excessive moisture in the soil resulting from heavy rains that fell prior to the event; thus, potentially leading to greater runoff generation. However, the Nash-Sutcliffe efficiency in all of the modeled events is reasonable.
The simulation results for the event on 26 August 2007 are detailed and discussed in this section as an example. The concentrations of E.coli on the surface of the pond at different time steps after the rain event are shown in Figure 6 . As time passes, bacteria entering from the inlets redistribute in the pond. The flow field was affected by the inlet velocities for the first few hours after the events, but afterwards, the wind was the only parameter affecting the flow field. The bacteria concentrations in the south wing of the pond were greater as compared with the other two wings (the east and west wings). There are two inlets (I5 and I4) in the south wing. The E.coli concentration is higher in the stormwater runoff entering the pond from inlet I5 than all other inlets; while bacteria loading from I4 is highest as it drains the largest area (Table 1) The bacteria concentrations in the south wing of the pond were greater as compared with the other two wings (the east and west wings). There are two inlets (I5 and I4) in the south wing. The E. coli concentration is higher in the stormwater runoff entering the pond from inlet I5 than all other inlets; while bacteria loading from I4 is highest as it drains the largest area (Table 1) 2100 cfu/100mL, while the storm runoff from I4 had a concentration of 1 038 cfu/100 mL. However, the flow rates of the inlets at that time were 0.045 m 3 /s and 0.39 m 3 /s for the I5 and I4 inlets, respectively. Therefore, more bacteria mass entered the pond from inlet I4 even though the concentration of bacteria was greater in I5. In addition, a relatively large amount of bacteria entered the pond from inlets I3, I7 and I6, but most of the bacteria that came from I7 and I6 immediately exited the pond through outlet O1, because these two inlets are in proximity to the outlet. Therefore, they do not have a significant effect on the bacteria level in the pond. In general, inlets I4, I3 and I5 had the most significant effect on the bacteria levels in the pond. Figure 7 shows the vertical profile of E. coli distribution in the pond at 6 h after the end of the storm. It reveals that the bacteria concentration also changes with depth. As illustrated in Figure 7 , the maximum concentration of E. coli on the surface barely reached 90 cfu/100 mL. However, the maximum E. coli concentration was more than 120 cfu/100 mL at 2 m depth. In addition, the bacteria in the middle of the pond (where the three wings join) was less distributed at the bottom compared to the surface. The reason is that the direction of the wind had been NE and NNE for the last few hours, so the bacteria escaping from the sediment forebay of inlet I2 could reach the other side where the south wing and the west wing join. In contrast, there was current flow toward the NE and NNE directions at the bottom simply because of mass conservation. This current potentially brought clean water close to the I2 sediment forebay. There was also a downwelling near the bank of the middle of the pond where the south and the west wings join. Generally, the wind causes differences in E. coli distribution in different layers of the water column. E. coli data collected at different depths on five random days between the year 2006 and 2007 [2] reveal that the bacteria concentration changed with depth. However, these data did not show any specific trend, and this is likely an indication of the influence of multiple environmental conditions on the bacteria distribution at various depths.
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During the data collection campaign, surface grab samples were collected from six different sites at the pond over several days [2] . All of the samples were collected at an average depth of 15 cm. One of the sample collection days was after a day with heavy rain. On 10 September 2005, 68 mm of rain fell and on the next day, water samples were collected from the six sites. Although much greater rain fell on 10 September 2005 than in the simulated events from 2007, it provided an interesting case for validation due to the dominant effect of rain on the bacteria distribution. The initial bacteria level in the pond before an event can influence the final bacteria levels after an event, particularly for small, low rainfall events. However, for high rainfall events, the majority of bacteria is transported into the pond with the storm runoff, and the initial bacteria level is a far smaller proportion of the total bacteria level. In this paper, it was assumed that the initial bacteria level was negligible, and only the effect of the storm was studied. Thus, the modelling results can be compared with the collected data on 10 September 2005. Although it was noted that due to a lack of data it was difficult to validate the process-based FIB methods thoroughly [11] , a comparison was done between the different events using a non-dimensional number. The non-dimensional number was computed as the ratio of E. coli concentration at a site to the maximum E. coli concentration among all of the six sites at a certain time. Thus, the non-dimensional number at the site where E. coli concentration was a maximum was one. The number was calculated for the individual modeled events, and then the average was taken for each site. Figure 10 shows the non-dimensional number at the six sites for the measured data and the average of the simulated events with its variation range. Simulation results show a good agreement with the measured data in recognizing hot spots (spots with a high concentration of bacteria) and spots with the lowest level of bacteria. The variation in the non-dimensional number in the east and west wings were higher than that in the south wing and in the middle of the pond. This may be due to a stronger influence from meteorological factors such as wind and rain at the tip of the east wing and the tip of the west wing. On the other hand, the low variation in the calculated data in the south wing and their high values show that the south wing always had the highest bacteria levels in the pond. Therefore, it is not recommended to extract water for reuse from the south wing. During the data collection campaign, surface grab samples were collected from six different sites at the pond over several days [2] . All of the samples were collected at an average depth of 15 cm. One of the sample collection days was after a day with heavy rain. On 10 September 2005, 68 mm of rain fell and on the next day, water samples were collected from the six sites. Although much greater rain fell on 10 September 2005 than in the simulated events from 2007, it provided an interesting case for validation due to the dominant effect of rain on the bacteria distribution. The initial bacteria level in the pond before an event can influence the final bacteria levels after an event, particularly for small, low rainfall events. However, for high rainfall events, the majority of bacteria is transported into the pond with the storm runoff, and the initial bacteria level is a far smaller proportion of the total bacteria level. In this paper, it was assumed that the initial bacteria level was negligible, and only the effect of the storm was studied. Thus, the modelling results can be compared with the collected data on 10 September 2005. Although it was noted that due to a lack of data it was difficult to validate the process-based FIB methods thoroughly [11] , a comparison was done between the different events using a non-dimensional number. The non-dimensional number was computed as the ratio of E.coli concentration at a site to the maximum E.coli concentration among all of the six sites at a certain time. Thus, the non-dimensional number at the site where E.coli concentration was a maximum was one. The number was calculated for the individual modeled events, and then the average was taken for each site. Figure 10 shows the non-dimensional number at the six sites for the measured data and the average of the simulated events with its variation range. Simulation results show a good agreement In addition, both measured and calculated data show that the middle of the pond, where the three wings join, had the lowest level of bacteria among the six sites; this site was a reliable spot for water extraction due to low concentrations of bacteria and low variability in the calculated data. There were no collected data for the middle of the west wing; however, simulation results show that this spot had the lowest velocity and E. coli concentrations in the pond. In a region with low velocity, fewer bacteria can enter. In addition, even if some bacteria enter a low-velocity region, most of them die due to high retention time in the region, which keep the bacteria concentration relatively low. In addition, the west wing has two inlets and an outlet all located at the tip of the wing. Thus, most of the bacteria that were discharged to the wing by the inlets exited the pond promptly. Therefore, the middle of the west wing can be considered as a potential location for water extraction. However, more data should be collected from the entire pond for a more comprehensive validation. In addition, further modeling studies after rain events are recommended when more data are available. More experimental and modeling studies need to be conducted in order to study the effect of sedimentation on bacteria transport in the pond, which was assumed to be negligible in this paper. In addition, both measured and calculated data show that the middle of the pond, where the three wings join, had the lowest level of bacteria among the six sites; this site was a reliable spot for water extraction due to low concentrations of bacteria and low variability in the calculated data. There were no collected data for the middle of the west wing; however, simulation results show that this spot had the lowest velocity and E.coli concentrations in the pond. In a region with low velocity, fewer bacteria can enter. In addition, even if some bacteria enter a low-velocity region, most of them die due to high retention time in the region, which keep the bacteria concentration relatively low. In addition, the west wing has two inlets and an outlet all located at the tip of the wing. Thus, most of the bacteria that were discharged to the wing by the inlets exited the pond promptly. Therefore, the middle of the west wing can be considered as a potential location for water extraction. However, more data should be collected from the entire pond for a more comprehensive validation. In addition, further modeling studies after rain events are recommended when more data are available. More experimental and modeling studies need to be conducted in order to study the effect of sedimentation on bacteria transport in the pond, which was assumed to be negligible in this paper.
Conclusions
An integrated hydrological-CFD model was developed to simulate bacteria concentrations within the Inverness stormwater pond in Calgary, Alberta, in order to locate the best (cleanest) locations within the pond to extract water for potential reuse. The integrated model was calibrated at one inlet with observed flow rate data in order to estimate the flow rates and bacteria levels at other inlets. The flow rate and bacteria concentration at the inlets were implemented as boundary conditions for an unsteady CFD simulation to determine the distribution of bacteria in the pond. The bacteria concentration distribution in Inverness pond was simulated both during and after four rain events using the integrated model. Results showed a good agreement with collected data from six different points in the pond, indicating that the model can be successfully used to model fate and transport of bacteria in stormwater ponds. It was found that the wind plays a crucial role in forming the flow field in the pond, which affects the bacteria distribution. In addition, one of the sediment forebays, located in the east wing of the pond, successfully trapped large amounts of bacteria until death occurred. However, other sediment forebays were found ineffective. The middle of the west wing was found to be the best location for extracting water because it showed the lowest levels of bacteria during the simulation of the pond both in and after the events. 
An integrated hydrological-CFD model was developed to simulate bacteria concentrations within the Inverness stormwater pond in Calgary, Alberta, in order to locate the best (cleanest) locations within the pond to extract water for potential reuse. The integrated model was calibrated at one inlet with observed flow rate data in order to estimate the flow rates and bacteria levels at other inlets. The flow rate and bacteria concentration at the inlets were implemented as boundary conditions for an unsteady CFD simulation to determine the distribution of bacteria in the pond. The bacteria concentration distribution in Inverness pond was simulated both during and after four rain events using the integrated model. Results showed a good agreement with collected data from six different points in the pond, indicating that the model can be successfully used to model fate and transport of bacteria in stormwater ponds. It was found that the wind plays a crucial role in forming the flow field in the pond, which affects the bacteria distribution. In addition, one of the sediment forebays, located in the east wing of the pond, successfully trapped large amounts of bacteria until death occurred. However, other sediment forebays were found ineffective. The middle of the west wing was found to be the best location for extracting water because it showed the lowest levels of bacteria during the simulation of the pond both in and after the events.
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